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(1) GENERAL INFORMATION: 

(i) APPLICANT: Er lander, Mark G. 

Sutcliffe, J. G. 

(ii) TITLE OF INVENTION: Method for Simultaneous Identification of 
Differentially Expressed mRNAs and Measurement of Relative 
Concentrations 

(iii) NUMBER OF SEQUENCES: 6 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Sheldon & Mak 

(B) STREET: 225 South Lake Avenue, Ninth Floor 

(C) CITY: Pasadena 

(D) STATE: California 

(E) COUNTRY: USA 

(F) ZIP: 91101 

(V) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: PatentIn Release #1.0, Version #1.25 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 08/ , 

(B) FILING DATE: 12-N0V-1993 

(C) CLASSIFICATION: 

(viii) ATTORNEY/ AGENT INFORMATION: 

(A) NAME: Farber, Michael B 

(B) REGISTRATION NUMBER: 32,612 
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(C) REFERENCE/ DOCKET ITOMBER: 10178 



(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (318) 796-4000 

(B) TELEFAX: (818) 795-6321 

(2) INFORMATION FOR SEQ ID N0:1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Synthetic primer 

(Xi) SEQUENCE DESCRIPTION: SEQ ID N0:1: 
AACTGGAAGA ATTC 

(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 47 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Synthetic primer 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 
f^iAACTGGAAGA ATTCGCGGCC GCAGGAATTT tTTTTTTTTT TTTTTVN 
S(2) INFORMATION FOR SEQ ID NO: 3: 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Synthetic primer 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
AGGTCGACGG TATCGGNN / 
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(2) INFORMATION FOR SEQ ID NO: 4: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linesu: 

(ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: Synthetic primer 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO 
Jaacaaaagc TGGAGCTCCA CCGC 
^(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 
(iii) HYPOTHETICAL: NO 
(iv) ANTI-SENSE: NO 
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(vi) ORIGINAL SODRCE: 

(A) ORGANISM: Synthetic primer 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5 
AGGTCGACGG TATCGGNNN 
(2) INFORMATION FOR SEQ ID NO: 6: 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

W (ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL: NO 

ANTI-SENSE: NO 

ORIGINAL SOURCE: 
(A) ORGANISM: Synthetic primer 




(iv) 
(vi) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6 
AGGTCGACGG TATCGGNNNN 
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